The CIPRes National Resource

Software development Goals:

* Create an IT infrastructure that serves the community.

* Web-based GUIs that provide data and tool access.
o Software tools that can be downloaded and run
on individuals resources.

* Create a platform that facilitates interaction between
existing legacy codes.

* Create a published standard API for community developers.

« Build relationships with other large software development
projects in the community.
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The CIPRes National Resource

Database development Goals:

 Recreate Treebase in a well supported, SQL-based DBMS.
* Create a Second-generation database (Treebase2).

» Create software tools that facilitate data exchange between
data creators and Treebase2

Hardware Goals:
* Create a production quality service where computational

resources maintained at SDSC are provided to the
community.
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CIPRes Software Development

Downloadable software that connects legacy codes with new
algorithms, creating new capabilities:

Client Server

DCM3

Tree
Decomposer

GSOAP

Paup

Tree Pruner

Tree Merger

Tree Refinement
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CIPRes Software Development

In the next year:

Any Tree Generator

=

Workflows m
using moduies

as required CORBA’?

SOAP
Services
Tree Merger A Tree Merger B
Tree Refinement A Tree Refinement B
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CIPRes Software Development

In the following years: Visual Programming Tools to manage your workflow
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CIPRes Database Development

Release schedule

Fe N
06/2004 Treebase in 4d/Mac OS9. @:@

08/2004 Treebase mirror in MySQL, new search
features added.

12/2004 Treebase2 Schema V 1.0; admin tools;
User interfaces; DB2.

03/2005 Treebase2 SchemaV 1.1; Non-Newick
tree formats; transitive closure.

12/2005 Treebase2 SchemaV 1.3; CIPRes
Software release with a personal db.
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CIPRes Database Development

Treebase2 Software Stack
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UserRoles =
4 rolelD: INTEGER(11) (FK)
% LserIDd: INTEGER{11) (FK)

v
=

T
Roles -
% rolelD: INTEGER(11)

% roleMame; YARCHARISD)
@ roleDesc: WARCHAR(255)
iy
T

RolePtivs B
% priviD: INTEGER(11) (FK)
@ rolelD: INTEGER{11) (FK)

S

StatusTypes i
@ statusID: INTEGER(11) H
& status: VARCHAR(295)

TagTypes -

# tagType: INTEGER(11)

< tagName: WARCHARI(SO)
T_

T 1
AN
RefData -
Privs - @ tagTwpe: INTEGER(11) (FK)

F priviD: INTEGER(11)
% priviame: VARCHAR(SO)
& privDesc: VARCHAR(2SS)

@ studyID: INTEGER(11) (FK)
& tagValue: MEDIUMTEXT

Users *
# userID]: INTEGER(11)

% UserMame: VARCHAR(S0)
& firstMame: WARCHAR(BO)

@ lastMame: YARCHAR(2O)

Preliminary Schema for Treebase2

ModificationHistory -

‘¢ historyID: INTEGER(11)

% userlDd; INTEGER(11) (FK)
@ modificationType: INTEGER({11) (FK)
@ time: TIMESTAMP

s(} detals: MEDIUMTEXT

@ statusID: INTEGER(11) (FK)
@ studyMame: YARCHAR(255)
& studyDesc: MEDIUMTEXT

T

AnalysisParameters
# apID: INTEGER(1.

1)

Software

§ softwaralD: INTEGER(11)

@ softwareDesc: MEDIUMTEXT
% softwarelink: YARCHAR(200)

& softwareMame: WARCHAR{200)

RawData X
¢ rawDatalD: INTEGER({11)

A

Analysis i

@ analysisID: INTEGER(11)

A

@ analysisID; INTEGER{11) (FK) } -

<% rawData: MEDIUMTEXT
@ nexml; MEDIUMTEXT

@ softwarelD: INTEGER(11) (FK)
@ studyID: INTEGER(11) (FK)

@ timestamp: TIMESTAMP

& algorithm: WVARCHAR(S0)

@ analysisName: WARCHAR(S0)
@ analysisDesc: MEDIUMTEXT

@ parameterType: INTEGER(11) (FK)

@ analysisID: INTEGER {11} (FK)

& Parameteryalue: MEDIUMTEXT
N4

ModificationTypes

=

—HH| % modificationType: INTEGER{11)

@ name: YARCHARIED)

& emall WARCHAR(S0) H—
@ password: YARCHAR(EO) & thle: WARCHAR(255)
& rreateDate: DATE & col: VARCHAR{255)
@ loginDate: DATE % aldvalue: MEDIUMTEXT MatrixFormat
I @ newvalue: MEDIUMTEXT ¥ mfdID: INTEGER(11)
= @ matrixID: INTEGER(11) (FK)
A & formatiiey: VARCHAR(100)
LI 2 hd LR hd & formatialue: ¥ARCHAR(100)
@ studyID: INTEGER(11) (FK) @ matrixTypelD: INTEGER(11) v
% userlD]: INTEGER(11) (FK) @ matrixType: YARCHAR(200) T
< matrixDesc: MEDIUMTEXT
+
AnalysisMatrices - Matrix
Study = @ mattixID: INTEGER{11) (FK) ¥ matrixID: INTEGER(11)
¢\ studyID: INTEGER(11) @ analysislD INTEGER(11) (FK) S matriTypelD: INTEGER(11) (FK)

@ matrixTitle: VARCHAR(S0)
|| @ matrixDesc: MEDIUMTEXT
% nexusType: CHAR(L)

< dimensions: WARCHAR(200)

=

T
=

= =

Pararneters > MoalSegMatrix

% parameterType: INTEGER(11)

F msmID: INTEGER(11)

@ Description: MEDIUMTEXT

@ matrixID: INTEGER(11) (FK}
% tawonID: INTEGER(11) (FK)
@ sequence: MEDIUMTEXT

N

AnalysisStepFiles -
@ steplD: INTEGER(11) (FK) |
@ fle: MEDIUMTEXT

AnalysisSteps

¢ stepID: INTEGER(11)

A

H-{ % analysisID: INTEGER(11) (FK

% step: MEDIUMTEXT

} Tree

i treelD: INTEGER(11)

& output: MEDIUMTEXT

@ analysisID: INTEGER (11} (FK)
@ newick: MEDIUMTEXT
@ name: VARCHAR(255)

..
TreeTaxon i
@ treelD: INTEGER(11) (FK) [

DiscCharAttributes i

# dcalD: INTEGER(11)

< attrbute: WARCHAR(200)

@ nexusVall WARCHAR(200)
T

:

A

DiscCharAttSetsComp

# draSetComplID: INTEGER(11)

< dcalD: INTEGER(11) (FK)

@ dcaSetlD: INTEGER(11) (FK)

‘_’(
L

DisChar AttributeSets

¥ dcaSetID: INTEGER(11)

9 dcaSetMame: VARCHAR(200)

DisCharStatemMatrix -

§ dcelD: INTEGER(11)

@ matrizD: INTEGER(11) (FK)

@ tawonID: INTEGER{11) (FK)

& draSstiD: INTEGER{11) (FK)
N

@ taxonlD: INTEGER(11) (FK)

Taxon

F taxonID: INTEGER(11)

@ taxonhame: WARCHAR(2SS)
@ taxonDesc: MEDILUMTEXT
@ name: WARCHAR(295])
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CIPRes Hardware

e

?CIPRES Cyberinfrastructure for Phylogenetic Research



